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It’s exciting to see
how well a 1-stage
workflow works...
the data looks really good...

Yia Yang , ,

Manager R&D Operations,
Benson Hill

Introduction

Amp-Seq One
KD T IVTHENRY—5'Y MGBS

LGC Biosearch Technologies#t (3% LUL\1 X5 C i, FERDAMP-SeqDHRZE TDFEF

Amp-segf¥ffiziA U7z TAmp-Seq One| Fwv ~ (C. PCRIFEZIEICIEMmEULELE,

wEFRFENUELUR. TNICED. fEEEEEEREN. L—Ty
ME2fECELELET.

Amp-Seq

—— Dried down Amp-Seq index plate

Amplification

Master Mix
+ —_— —_—
Amp-Seq One

Reagent

Amplification Pooling and
pead clean *

Figure 1. Amp-Seq Onestt#E> X5 ADT—0 JTO— ISR, SADIEEEISRIF28E/H T,

(project-specific)

~———

Amp-Seq One - ¥R

o SOINE: o X—H—EE:
EHEHIR LS > TV —o 70—, —EIORIGT. #1,000DY—H—%=25—
(Fig. 1) Sw NMZUET. (Fig. 2)
VEERSRIN D (TR SN, AFENEIREN
F9, =5IC. BOIIILEOIH=R—3 o Eiful%:
SDYURT=ERIMEL. D=0 TJ0—-0EEME 2RFvE. —RRBEEME TS Y
EHREICLET, JA—LI SRR T IR SAFRIS A,
SARIQBY) CENDTE. BB DS —T >
o RA—Tvh: TS5v RN IA—-LEEBRENSBDET,
S+ TS URRICHELRERRIHY 1 BRI _55HE X TNSELTF—9 (3B \BERETT,

TN, ERD2R5 v TDAMp-seqiE ELEA
T. R)L—Fv b2MB(ICIADET,

o R
RISAT—RIT. SR ZER I 12 DRAEDE

BIOSEARCH"
TECHNOLOGIES

ARERBEAFTA T, ZIBICIHMERLRNTLIES0), GENOMIC ANALYSIS BY LGC



Introduction
Amp-Seq One - KD 2T IV THENRSY—5Y MGBS

Targeted GBS technology

Protocol parameter Amp-Seq One Original Amp-Seq targe?:;ggséter:;thod

Protocol turnaround time* 120 minutes 180 minutes 235+ minutes
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Percentage reads Percentage reads Percentage of . .
mapped on target markers called Uniformity

Original Amp-Seq 99.4% 99.1%
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